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gene chrom gene_start gene_end
MIR7846 chr1 12226999 12227095
MIR4632 chr1 12251769 12251830
TNFRSF1B chr1 12227059 12269277
TNFRSF8 chr1 12123433 12204264
LRRC38 chr1 13801444 13840242
C1orf64 chr1 16330730 16333190
HSPB7 chr1 16340522 16345285
ZBTB17 chr1 16268363 16302627
CLCNKA chr1 16348485 16360545
LDLRAD2 chr1 22138757 22151714
HSPG2 chr1 22148724 22263790
USP48 chr1 22004791 22109688
FGR chr1 27938800 27961727
AKIRIN1 chr1 39456915 39471737
PABPC4 chr1 40026484 40042521
HEYL chr1 40089102 40105348
OXCT2 chr1 40235196 40237020
PPIE chr1 40204516 40229586
BMP8B chr1 40223902 40254533
SMAP2 chr1 40839377 40888998
ZFP69B chr1 40916336 40929390
C1orf168 chr1 57184476 57285369
LOC101927587chr1 84041470 84326679
MIR548AP chr1 84259597 84379059
LOC101927560chr1 84267198 84326229
NTNG1 chr1 107682539 108027521
RPL31P11 chr1 161653494 161655042
FCGR2B chr1 161632904 161648444
FCRLA chr1 161676761 161684142
FCRLB chr1 161691333 161697933
DUSP12 chr1 161719557 161726954
OLFML2B chr1 161952981 161994255
ATF6 chr1 161736033 161933860
LINC00970 chr1 168873142 169056243
LINC01142 chr1 170240545 170253349
FAM163A chr1 179712297 179785333
TOR1AIP1 chr1 179851176 179889212
TOR1AIP2 chr1 179809101 179846941
CEP350 chr1 179923907 180084015
FLJ23867 chr1 180167143 180169859
QSOX1 chr1 180123967 180167169
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Alleles for increased risk on 
chromosome 13: NONE

Alleles for decreased risk on 
chromosome 12: Two 
heterozygous SNPs

Courtesy of Jiahao Gao

On balance, a good 
inheritance?
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