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STARRPeaker: unbiased identification of enhancers from WHG-STARR-seq
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1501 PCC = 0.14, P-val = 2.4e—23
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covariates: controls for confounding variables

Gerstein

doi: https://doi.org/10.1101/694869 (bioRxiv)
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https://doi.org/10.1101/694869

ESPRNN: Epigenome-base Splicing Prediction using a Recurrent Neural Network

DNA
WEOTLOTLILITIT

ACTTGCA

s A
5 : 8¢
_ S ©
Nascent RNA = ) E
5.%¢ 04 00 , £ 5
on 61 o o s° o
o 5 » 3
s Q& 00 ©Q ‘
: 5833 =
g o
; Q4 2
3 YT - ® ® ® & ® © © -
S W e b | | >
_'[ hz-& ]_'[ hu ]_'[ h:-s ]_'[ h:-z ]_’[ ht-l ]_’[ ht ]_’[ h:+| ]_' = .g
w, W, w, w, w, "W, w, =
DD ® ® ©® ®
e .

®

LSTM

W .
Y - Architecture

DNA
Context

QEODO —“4 0N >

Data

Chromatin
Marks

Gerstein https://qithub.com/gersteinlab/esprnn DAC Update — ENCODE 2019



https://github.com/gersteinlab/esprnn

Joint TF-RBP regulatory network hierarchy

Transcription Factor RNA-binding Protein

Manuscript currently available on bioRXiv
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https://www.biorxiv.org/content/10.1101/706424v1

Changes in TF networks between cell types
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https://www.biorxiv.org/content/10.1101/706424v1

Rewiring index for different networks
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Zhang...Gerstein (2020) Nature Communications
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